Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.006 Å; R factor = 0.043; wR factor = 0.131; data-to-parameter ratio = 19.0.
In the title compound, [Ni(C 7 H 4 NS 2 ) 2 (C 7 H 9 N 3 O 3 S)], the Ni II ion is in a slightly distorted N 4 S 2 octahedral coordination environment. The two benzothiazole-2-thiolate ligands chelate via their thiazole N and thiolate S atoms while the methyl 2-(2-aminothiazol-4-yl)-2-(methoxyimino)acetate also acts as a chelate ligand binding through the thiazole and imino N atoms. Intramolecular N-HÁ Á ÁN, C-HÁ Á ÁN and C-HÁ Á ÁO interactions contribute to the molecular conformation. In the crystal structure, intermolecular N-HÁ Á ÁO hydrogen bonds produce R 1 2 (6) rings and generate chains along the c axis. An extensive one-dimensional supramolecular network of N-HÁ Á ÁO hydrogen bonds and C-HÁ Á Á interactions is responsible for the crystal structure stabilization.
Related literature
For the graph-set analysis of hydrogen-bond patterns, see: Bernstein et al. (1995) . For related structures, see: Batı et al. (2006) ; Sieroń (2007) ; Liu & Xu (2004) ; Sharif et al. (2009) ; Song et al. (2005) ; Tashpulatov et al. (1957) .
Experimental
Crystal data [Ni(C 7 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and C8-C13 benzene rings, respectively. Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997); software used to prepare material for publication: WinGX (Farrugia, 1999) . 2-mercapto-benzothiazole has also been reported (Tashpulatov et al., 1957) . We report here the structure of the title compound, (I), in which hydrogen bonds and C-H···π interactions lead to a one-dimensional supramolecular network.
D-HÁ
The molecular structure of (I) and atom-labelling scheme are shown in Fig. 1 (Liu and Xu, 2004) . The Ni-N benzothiazol distances in (I) are longer than the equivalent Pd-N bond distance (Song et al., 2005) , Co-N bond distances (Batı et al., 2006) and Cu-N bond distance (Sieroń, 2007) . The N1-C7 and N2-C14
bond lengths are indicative of significant double-bond character. These values are comparable with those found for similar compounds (Batı et al., 2006; Sieroń, 2007) . The N4═C18 and C19═O2 bond lengths are 1.281 (4) The molecules of (I) are linked by intermolecular hydrogen bonding, and we employ graph-set notation (Bernstein et al., 1995) to describe the patterns of hydrogen bonding. Molecules of (I) are linked into sheets by a combination of N-H···O hydrogen bonds (Table 2) . Within the selected asymmetric unit, intramolecular N-H···N, C-H···N and C-H···O hydrogen bonds define S(6) motifs (Fig. 1 ). Amino atom N5 in the reference molecule at (x, y, z) acts as hydrogen-bond donor, via atom H5B, to atom O1 in the molecule at (x, 1/2-y, z-1/2), so forming a C(7) chain running parallel to the [00-1] direction.
Similarly, amino atom N5 in the reference molecule at (x, y, z) acts as hydrogen-bond donor, via atom H5B, to atom O2 in the molecule at (x, 1/2-y, z-1/2), so forming a C(8) chain running parallel to the [00-1] direction. The combination of C (7) and C(8) chains generates a chain of edge-fused R 1 2 (6) rings running parallel to the [001] direction (Fig. 2) .
Compound (I) also contains three intermolecular C-H···π interactions. In the first, atom C21 in the molecule at (x, y, z) acts as hydrogen-bond donor to the C8-C13 benzene ring in the molecule at (x, 1/2-y, 1/2+z), so forming a C (8) (11) rings (Fig. 2) . In the second, atom C4 in the molecule at (x, y, z) acts as hydrogen-bond donor to the C8-C13 benzene ring in the molecule at (-x, -y, 2-z), so forming a centrosymmetric R 2 2 (20) rings centred at (0, 0, n+1) (n = zero or integer) (Fig. 3) . Finally, atom C9 in the molecule at (x, y, z) acts as hydrogen-bond donor to the C1-C6 benzene ring in the molecule at (x, 1/2-y, z-1/2), so forming a C(9) chain running parallel to the [00-1] direction. Details of these interactions are given in Table 2 18 mmol) previously prepared in 5 ml methanol was added dropwise, the mixture was refluxed further for one hour. The resulting solution was filtered. The filtrate was kept for slow evaporation, after three days light yellow crystals suitable for crystallography were obtained.
Refinement
All H-atoms bound to C were refined using a riding model with d(C-H) = 0.93Å (U iso =1.2U eq of the parent atom) for aromatic carbon atoms and d(C-H) = 0.96Å (U iso =1.5U eq of the parent atom) for methyl carbon atoms. Amino H atoms were located in difference maps and refined subject to the DFIX restraint N-H = 0.87 (2) Å. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
